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Table S1. Primers used for quantitative and end point RT-PCR analysis.

RT-qPCR (gene expression)

Gene Accession number

Primer sequences (5’ to 3')*

PCR size

(bp) Reference

Ta (°C)

RyR XM_017087623

XM 017072196
XM 017072366
XM 017072565

Cypl2d1

Arginine

. DS10 00003811
kinase -

TATA binding

protein DS10_00003466

a-Tubulin DS10 00003884

RyR-F1:
GACGAGGAGGTGGACAAGAA
RyR-R1:
TGTCGAAAATGATGCGGTAG
Cypl2d1-F:
ATCAATCCMATTTTCATGCAACC
Cypl2d1-R:
TTGTCGATCGAAKGCCACCA
AK-F:
CTACCACAACGATGCCAAGA
AK-R:
AAGGTCAGGAAGCCGAGA
TBP-F:
CCACGGTGAATCTGTGCT
TBP-R:
GGAGTCGTCCTCGCTCTT
TUB-F:
AGGATGCGGCGAATAACT
TUB-R:
CGGTGGATAGTCGCTCAA

150 60 present paper

193 60 present paper

189 60 Zhai et al., 2014
182 60

Zhai et al., 2014

189 60 Zhai et al., 2014

RT-PCR (gene sequencing)

Gene Accession number

Primer sequences (5'to 3")°

PCR size

Reference
(bp)

Ta (°C)

RyR XM_017087623

Na, XM_ 036821263

RyR-F2:
GCTCTTCTACAAAGTCACCTCTT
RyR-R2:
TCCTCGTCCTCTTCCTGAAT
Nav-F1:
GTTGAGTCCACTGAGGTGATATT
Nav-R1:
CCGAGTACCAATTGGAGCTATT
Nav-F2:
CGTGGCGCTATCCCTATTG
Nav-R2:
AAATCGGCCAATTCGATTAAAGG
Nav-F3:
GTATCGCTTATCAACTTCGTTGC
Nav-R3:
AACATTTCTAATGATCCACCTGC

876 58 present paper
463
544 58

present paper

602

Accessions number with prefix XM

reverse primers, respectively.

are from GenBank database (ww.ncbi.nlm.nih.gov/genbank), accessions with prefix
DS10_ are from Spotted Wing Fly Base (http://spottedwingflybase.oregonstate.edu); * F and R refer to forward and



DsNav-F1 ->
————————— === e o e e
1501 gttgagtccactgaggtgatattcaccggaatctacacatttgaatcagctgttaaagtg 1560
167V E S T E Vv I ¥ T G I Y T F E S A V K V 186

————————— === | e e e
1561 atggcacgaggtttcattttatgcccgtttacgtatcttagagatgcatggaattggetg 1620
187 M A R G F I L ¢C P F T Y L R D A W N W L 206

————————— === e o e e
1621 gacttcgtagtaatagctttagcttatgtgaccatgggtatagatttaggtaatctagca 1680
200p F V V I A L A Y V T M G I DL G N L A 226

————————— R el e e B
1681 gccctgcgaacgtttagggtgctgecgagegettaaaaccgtagecattgtgecaggettg 1740
227A L R T F R V L R A L K T V A I V P G L 246
paraTSl , para'rsz
————————— R B e e B
1741 aagaccatcgtcggcgccgtcatcgaatcggtgaagaatctgecgecgatgtgataatecte 1800
247 K T I v G A V I E S V K N L R D V I I L 266

--------- e
1801 accatgttctccctatcggtcttcgegetgatgggectgcagatctacatgggegtgete 1860
260 T M F S L S V F A L M G L Q I Y M G V L 286

————————— A B Al
1861 acgcagaagtgcatcaagaagttcccgctggacggctcctggggcaatctgaccgacgag 1920
28 T Q K ¢C I K K F P L D G S W G N L T D E 306
<- DsNav-R1
————————— Al e ]
1921 aactgggactatcacaatcgcaatagctccaattggtactcggaggacgagggcatctca 1980
307 N W D Y H N R N S S N W Y S E D E G I S 326

TTG AAGAC

L

K

T

para®™!, para’s?

CATCOGTCOG 6CG6CCG6 TCATCGAATCGGTOG AABAATC TOBCGBCOBATGBGTGBATAATCCTCACTC
I \' G A \Y 1 E S v K N L R D \ | | L T

BIO

bt

230 2 "60

TTOGAAGACCATCGTCGE6G6CE6GCCEGTCATCEAATCOEOTGCAAGAATECTGEC6C6ATGETGATAATECCTCACCE
T

L

K

I v G A Voo E S VoK NoL R D Voo [ LT
QUA

e A

240



M918L (super-kdr)

TT 6 6C CAA GT CT ¥F 6 GCCAACACT TAA TTTAC T CAT TF¥ €CGAT T AT 6 666G AC BCACECAT G G G €

DsNavF2 ->
————————— [==== ||
3541 caggagggctggaacatcttcgatttcatcatcgtggegectatcecctattggagetgggt 3600
847 Q E G W N I F D F I I V A L S L L E L G 866

--------- |- | |
3601 ctcgagggtgtccaaggcctgtccgtcttgegttegtttecgattgetgegtgtatttaaa 3660
867 L E G VvV 0 G L S vV L. R S F R L L R V F K 886
M918L (super-kdr)
--------- |- | |
3661 ttggccaagtcttggccaacacttaatttactcatttcgattatgggacgcaccatggge 3720
887 L A K S wW p T L N L L I S I M G R T M G 906

TTG6G GC CAAGGTCTTG GCCAACACTTAATT TACTC CATT TCGAT TAT 6 66 ACGCACCATG G G C

L A K S W P i L N L L | S | M G R T M G

————————— |- | |
3721 gctttgggtaatctgacatttgtactttgcattatcatcttcatctttgecggtgatggga 3780
%07 A L G N L T F V L C I I I F I F A V M G 926

————————— === e e e
3781 atgcaactgttcggaaagaattatcatgatcacaaggaccgcttcccggatggegatctg 3840
927M Q L F G K N Y H D H K D R F P D G D L 946

————————— === e e e
3841 ccgcgctggaacttcaccgactttatgcacagcttcatgatcgtgttecgggtgetetgt 3900 L1014F (kdr)
947 P R W N F T D F M H S F M I V F R V L C 966 TTEeETTHTETTBBECEACEE PTG FEAFEE ¢ AATETTF T EBTACT TARGCGE T T FTFEF FA @ eceTTa

F F 1z A T % v I G N L v v L N L F L A L
--------- e e e
3901 ggagaatggatcgagtccatgtgggactgcatgtacgtgggcgatgtctegtgecattcecce 3960
9%7G E W I E S M W b C M Y vV G bD V SC I P 986
L1014F (kdr)
--------- e e e
3961 ttcttcttggccaccgttgtcatcggcaatettgtggtacttaaccttttecttagecttg 4020
987 F ¥ L A T V V I G N L VvV V L N L F L A L 1006

————————— [===mmm | e e e
4021 cttttgtccaattttggctcatctagcttatcagegeccgactgeccgataacgatacgaat 4080
1007L L S N F G S S S L S A P T A D N D T N 1026 F F LA T Vv V | G N L v v LN L F L AL
<- DsNavR2 QUA
————————— [=== | | e
4081 aaaatagccgaggcctttaatcgaattggccgatttaaaagttgggttaagecgtaatgtt 4140
1027 K I A E A F N R I G R F K S W V K R N V 1046

TTETT ECECTHR T GG CEC CACCECGETFTFTGGT CATCEC GG CECAATECTTBETGGEGTAECT TAAEC €ETTTTITET FAGECECCECT TG

AL A
360 370 380 390 400 410



DsNavF3 ->

————————— i el [ il Attt para’
4921 tacttcaccaacgcgtggtgttggctcgattttgtgattgtcatggtatecgettatcaac 4980 C 6TATGCAGG 6CATB AGG6 GTCGTC BT T TAATGCG6GCTGE 6TACAAGCTATACCGTCCATCT T FC
1307 Y F T N A W C W L D F V I V M V S L I N 1326 R M Q@ G M R V V V N A L v a A P s I F

BIO
4981 ttcgttgcttcacttgttggagctggtggtattcaagecttcaagactatgcgaacgtta 5040 A h & ﬂ ﬂ ﬂ \
1327 F V A S L V G A G G I Q A F K T M R T L 1346 [\ [\ ‘/\ \ [\ Al /\ f\
( \/ /\ \/\ \/\/ /

————————— el il Bttt ettt Rttt
5041 agagcactgagaccactacgtgccatgtcccgtatgcagggcatgagggtcecgtegttaat 5100

1347 R A L R P L R A M S R M Q G M R V V V N 1366
para®™’ CeTATBCABGOOCNTOGA 6GGOBT COF COFTTAAT G CBCTOOTACAANSG CTAT ACCET ¢ CAT CT T ©
_________ ey R M Q G M R \ Y Vv N A L \4 Q A | P S I F

5101 gcgctggtacaagctataccgtccatcttcaatgtgctattggtgtgtctaatattttgg 5160
1367 A L V Q A I P S I F N V L L V C L I F W 1386

--------- |- | |
5161 ctaatttttgccataatgggtgtacagctttttgctggaaaatattttaagtgcgaggac 5220
1387 L. 1 ¥ A I M G V Q L F A G K Y F K C E D 1406

--------- e e e
5221 atgaacggcacgaagctcagccacgagatcataccaaatcgcaatgcctgecgagagecgag 5280
1407 M N G T K L S H E I I P N R N A C E S E 1426

paraDN43 , paraDTSZ

_______ e CTTTT EEA A BTG GECACETTECAAAGGECTEG ATACAAATCATGA ACGATGEG CTATCSE ATT CA
5281 aactacacgtgggtgaattcagcaatgaatttcgatcatgtaggtaacgcgtatctgtge 5340 i F Q Vi A T F K G w | Q | M N D A | D s

1427 N Y T W V N S A M N F D H V G N A Y L C 1446
para®™43, paraPTs?

BIO
————————— I L el SRS
5341 cttttccaagtggccaccttcaaaggctggatacaaatcatgaacgatgctatcgattca 5400 \/\/\/X/\/\ZX/\/\/\/\/%X/\/\ /\/\4\/\/\/\/\/\/\/\/A /\ /\/\/\/\/\@YX[X/&
1447L F Q V A T F K G W I 0 I M N D A I D S 1466 — — b — ) —

5401 cgagaggtggacaagcaaccaattcgtgaaacgaacatctacatgtatttatatttcgta 5460
1467 R E VvV D K Q P I R E T N I Y M Y L Y F V 1486

CTTTTCCAAGTG6G6CCACCTT CAAAGGCTGGATACAAAT  CATGAACGATGCTATCGATTTCA
L F Q \ A T F K G w | Q | M N D A | Q{JAS

5461 ttcttcatcatatttggatcatttttcacactcaatctgttcattggtgttatcattgat 5520
1487 F ¥ I I F G S F F T L N L F I G VvV I I D 1506
<- DsNavR3
190 180 170 160 150 140

--------- e [ e
5521 aattttaatgagcaaaagaaaaaagcaggtggatcattagaaatgttcatgacagaagat 5580
1507 N F N E Q0 K K K A G G S L E M F M T E D




DsNavE3 ->

————————— e e
4921 tacttcaccaacgcgtggtgttggctcgattttgtgattgtcatggtatecgettatcaac 4980
1307 Yy P T N A W C W L D F V I V M V S L I N 1326

————————— === e e e
4981 ttcgttgcttcacttgttggagctggtggtattcaagecttcaagactatgcgaacgtta 5040
1327  V A S L V. G A G G I Q A F K T M R T L 1346

————————— R e Bl I
5041 agagcactgagaccactacgtgccatgtcccgtatgcagggcatgagggtcegtegttaat 5100
1347 R A L R P L, R A M S R M Q G M R V V V N 1366 CGAGAG GT6G66ACAAGCAACCAATTCGTGAAACGAACAT CTACA ATG TAT TTATATTTC GTA

Y L X F

para’*

para™’ R E v

v
BIO

D K Q P | R E ) N | Y M
5101 gcgctggtacaagctataccgtccatcttcaatgtgctattggtgtgtctaatattttgg 5160
137 A L VvV Q A I P S I F N V L L Vv Cc L I F W 1386 A/\/MM\M /\/\ /\/\/\A / /\ |
| LV AN WAN &
140 130 120 110 100 90

--------- e e e
5161 ctaatttttgccataatgggtgtacagctttttgctggaaaatattttaagtgcgaggac 5220
1387 L. 1T ¥F A I M G V Q L F A G K Y F K C E D 1406

--------- e e e
5221 atgaacggcacgaagctcagccacgagatcataccaaatcgcaatgcctgecgagagecgag 5280

C6AGAGGTGGACAAGBGCAANCCAATTCEGTGAAACGAAC AT CTACATGEGTATTTATATTT C GT A
1407 N G T K L S H E I I P N R N A C E S E 1426

R E \ D K Q P | R E T N L: Y F \
QUA

| Y M Y
5281 aactacacgtgggtgaattcagcaatgaatttcgatcatgtaggtaacgcgtatctgtge 5340 \
1427NYTWVNSAMNFDHVGNAYLC1446“{\{ /\/W\/\/ \
130 20 110 100

paraDN43 , paraDTsz
————————— e
5341 cttttccaagtggccaccttcaaaggctggatacaaatcatgaacgatgctatcgattca 5400
1447 L F Q VvV A T F K G w I 9 I M N D A I D S 1466

90 80

5401 cgagaggtggacaagcaaccaattcgtgaaacgaacatctacatgtatttatatttcgta 5460
1467 R E VvV D K Q P I R E T N I Y M Y L Y F V 1486

————————— A
5461 ttcttcatcatatttggatcatttttcacactcaatctgttcattggtgttatcattgat 5520
1487 F ¥ I I F G S F F T L N L F I G V I I D 1506
<- DsNavR3
————————— At e et
5521 aattttaatgagcaaaagaaaaaagcaggtggatcattagaaatgttcatgacagaagat 5580
1507 N ¥F N E Q K K K A G G S L EM F M T E D





